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Longitudinal analysis of PBMCs of the patient
with BNT162b2-induced myocarditis
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 Transcriptomic changes in monocytes

at acute myocarditis

« Down-regulation of JUN/FOS
« Up-regulation of fatty acid metabolism

pathway

Hwang N, Huh Y, Bu S, Seo KJ, Kwon SH, Kim JW, Yoon BK, Ahn HS, Fang S. Single-cell sequencing f
of PBMC characterizes the altered transcriptomic landscape of classical monocytes in BNT162b2-
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