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l. SCIENTIFIC DISCUSSION

1.1 I ntroduction

During the initial assessment of Silgard the MAH committed to provide an efficacy analysis with
respect to cross-protection against related non-vaccine HPV type disease and persistent infection
(FUM 025). Protocols 012 and 013/015 (FUTURE studies) submitted in the Marketing Authorisation
Application (MAA) were planned to fulfil this commitment. Based on the data on outcome of the
cross-protection analysis, the MAH submitted this variation to extend the indication to include
protection against HPV 31-, 33- 52- and 58-related low- and high-grade cervical dysplasia ard
cervical adenocarcinoma in situ (AIS) and to revise sections 4.1, 4.4 and 5.1 of the SPC.

Following CHMP request the MAH agreed to withdraw the request for an extension of iz€ication to
limit this application to the update of section 5.1 and this type II variation is thereghyscolisidered
approvable.

1.2  Clinical aspects

The Papillomavirus family has been organised into genus and species gioupings based on the major
capsid protein, L1, sequence homologies (see figure 1). The L1 proiin, gene is the most conserved
gene within the viral genome. Members of a papillomavirus géaucwsnare at least 60% L1 gene
sequence homology. HPV species members share 70 to 75% L1, gane/$equence homology on average,
as well as a common pathophysiology. Individual types withia a“givén HPV species may have up to
90% homology.
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Forty (40) HPV types infect the genital tract. All of the known genital HPV types are members of
Genus Alpha-papillomavirus. The 18 HPV types that have been classified as being oncogenic based
on epidemiologic and/or phylogenetic evidence (HPV 16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56,
58, 59, 66, 68, 73, and 82) are members of 5 species within the Alpha-papillomavirus genus (see table
1). HPV 16 is the prototype of the A9 species, and HPV 18 is the prototype of the A7 species.

Table 1: Taxonomy of oncogenic HPV types
Species Types
AS 26, 51, 82
A6 53, 56, 66
A7 18, 39, 45, 59, 68
A9 16, 31, 33, 35, 52, 58
All 73

HPV 16 and or HPV 18 cause most of HPV-related cancer cases (~70%). Non-vac¢ ne imembers of
the A9 and A7 species are responsible for up to 20% of all cervical cancers, @nd, an even larger
proportion of CIN lesions. The remaining 3 oncogenic HPV species (A5 [présotype HPV 51], A6
[prototype HPV 56] and All [prototype HPV 73]) include HPV types thatitziply cause cancer, but
commonly cause CIN. Table 2 summarises HPV types detected in cervica® cancers.

Table 2: Distribution of HPV Types in Cervical Cancer (Munoz et al 3i&JM, 2003)

Species HPV Type () Contribution
A9 HPV 16 58.7%
A7 HPV 18 12.2%
A7 HPV 45 4.7%
A9 HPV 31 3.8%
A9 HPV/32 2.3%
A9 HPVS2 ,2.2%
A9 APV 58 2.2%
A9 HEV 35 1.4%
A7 PV 59 1.2%
A5 HPV 51 0.7%
A6 HPV 56 0.6%
A7 HPV 39 0.5%
A5, A6, A7, All HPV 26, 53, 66, 68, 73, 82 0.9%
Various Intermediate and Low Risk Types 2.0%
-- Non-typable and infections with >3 types 7.2%
For calculations of PV type contribution in the context of infection with 2 or more HPV types, a
hierarchy based oQ fiiz, Known pathogenicity of HPV types was used (HPV 16>18>31/45>52/58>33>all
others).

Giver thie hbinologies between HPV species members and the polyclonal nature of the immune
respenses generated by HPV vaccine it is biologically plausible that anti-HPV 16 and anti-HPV 18
genuratyd by Silgard may be able to neutralize virions for HPV types related to HPV 16 and/or HPV
| 2 tthereby preventing infection and/or disease caused by these types, i.e. cross-protection. The
highest degree of homologies in amino acid sequences are between HPV 18 and 45 (88%) followed
by HPV 16 and 31 (83%) and HPV 16 and 33 (81%).

In the MAA, data were provided on cross-reactivity of Month 7 sera with non-vaccine HPV types
from 10 vaccinated females in PO07 in an antigen-binding assay. Cross-reactive antibodies were
detected against HPV 31, 45, 52 and 58 virus-like particles (VLPs) and with similar kinetics as the
vaccine types including persistence through 4 years postdose 3. Highest titers were observed for HPV
45 and HPV 31, as could be expected based on their high degree of homologies to HPV 18 and HPV
16, respectively. However, the total IgG titers were 1.5 to 2 logs lower than the anti-HPV 16 and 18
titers. The antibodies were shown by a pseudovirus (PsV) neutralization tests to cross-neutralise HPV



45 and HPV 31, although to a varying degree. These data demonstrated that cross-neutralisation
antibodies to related HPV types are induced by Silgard, although at a 1-2 log lower level than against
vaccine types. To investigate whether these reduced antibody titers against related non-vaccine types
translate to clinically-meaningful cross-protection, the current cross-protection efficacy analyses were
performed.

An important objective of the clinical program for Silgard was to determine whether the vaccine’s
prophylactic efficacy extends to HPV types whose L1 proteins share 80% homology (at the amino
acid level) with HPV 16 or HPV 18 and are responsible for >2% of cervical cancers. The HPV types
meeting these criteria are HPV types 31, 33, 45, 52, and 58. The impact of the vaccine on other
oncogenic members of the A9 and A7 species, as well as members of the A5 and A6 species, was alsg
to be evaluated. A11 species members were not evaluated since they very rarely cause cancer.

Two pre-specified analyses were prospectively planned to meet these objectives:

. Protocol 012 (Infection Cross-Protection)

Protocol 012 was a Phase IlI, randomised, double-blind, placebo-controlled study, iicluding 3578 16-
to 24-year-old subjects who were randomised to receive Silgard or placebo. This ytudy was used to
evaluate the vaccine efficacy with respect to the combined incidence of persigicat Hifection or disease
caused by HPV 31, 33, 45, 52 and 58. The vaccine efficacy with respect th.infection and disease
caused by other common HPV types was also evaluated.

. Protocols 013/015 combined (Disease Cross-Protection)

Protocols 013/015 (Future I and II studies) involved an eval@aties’ ¢f the efficacy of Silgard with
respect to the combined incidence of HPV 31- or 45-related.CiN (any grade) or AIS (primary) and the
combined incidence of HPV 31-, 33-, 45-, 52-, or 58-rdlai=d (CIN (any grade) or AIS (secondary), as
well as other oncogenic HPV types.

Since submission of the Variation in April 2007/ %owsCol 013 and Protocol 015 have been completed,
and relevant information for the database that“ncorporates the additional follow-up of the cross-
protective efficacy population was submiited. Analyses of the End-of-Study database including a
mean follow-up duration of 3.59 years ncst €hrolment were evaluated.

1.2.1 Clinical efficacy
121 Protocel 812 (I nfection cross-protection analysis)
1211 [ZesCription

This study,<naluaed in the MAA, was a substudy to P013 (Future I) that aimed at bridging anti-HPV
16 respafises Hetween the monovalent HPV 16 vaccine used in Protocol 005 and the quadrivalent
vacGinoy, £ha¢ study enrolled a total of 3882 16- to 24-year-old women from 13 countries (USA, EU,
Lat{n America and the Pacific region). The subjects receiving the HPV 16 vaccine (n=304) completed
‘nerstudy at Month 7, whereas all subjects that received the quadrivalent vaccine or placebo (n=3588)
ceriinued in the efficacy part of the PO13 study. According to the provided documentation 3578
subjects were included in the cross-protection study.

Of note is that PO12 cross-infection analysis was not powered to evaluate efficacy against infection
caused by individual HPV types. HPV type-specific analyses were only supportive and descriptive.



The description of the study is introduced in Table 3.

Table 3: Summary of study P012

No subjects Study design Objectives End points Methodology

age group

(Randomised)

3578 Phase III, randomised, Primary Objective: Persistent HPV 31, | To address the primary hypothesis

HPV Vaccine: | double-blind (with in- To demonstrate that | HPV 33, HPV 45, | regarding the endpoint of HPV 31-,

1784 house blinding), administration of HPV Vaccine | HPV 52, and HPV 58 | 33-, 45-, 52- and 58-related

Placebo: 1794 | placebo-controlled 6, 11, 16, 18 reduces the | Infection.(4-month persistent infection, CIN (any grade) I
study of HPV Vaccine | incidence of persistent infection | definition) or AIS, or EGL, the statistical

16- to 24-year- | 6, 11, 16, 18. or disease caused by HPV 31, criterion for success corresponds’t0 |

old

Month 36 visit
83.4%

Primary analysis
population: MITT-4

33, 45, 52, and 58, compared
with placebo.

Other Objectives:

Replacement Analysis
Endpoint:  Persistent
infection due to HPV
types not included in

a lower bound of the 95% CI >.09

Month 48 visit | Other analysis To demonstrate that | HPV 6, 11, 16, 18.
16.8% population: administration of HPV Vaccine

MITT-2, RMITT-2, | 6, 11, 16, 18 reduces the

MITT-3 incidence of persistent infection

or disease
placebo

(1) caused by non-vaccine A9
species members;

(2) caused by non-vaccine A7
species members.

compared with

To evaluate the impact of
administration of HPV Vaccine
6, 11, 16, 18 on the overall
rates of infection caused by
non-vaccine HPV Types

Study populations

Primary Analysis Population

»Modified Intention-to-Treat-4 (MITT-4) (iacluded all subjects who were PCR negative on all
specimens collected from Day 1 through M.anth 3 for the relevant HPV types, had received at least 2
doses of vaccine/placebo and had follpw-up following Month 3): This population approximates
adolescent and young adult women, wiio ‘ate naive to relevant HPV types prior to receipt of a full
regimen of Silgard.

Supplemental Prophylactic [zffizracy Analysis Populations

»Restricted MITT-2 (RiAI'TT-2) Population (included all subjects who were seronegative (4
vaccine types) and PCR negaiive to all 14 HPV types at Day 1, had a negative Pap test, received at
least one dose of vaccine/flacebo and had at least one follow-up visit post-Day 30): This population
corresponds to thicheeneral population of adolescent girls prior to sexual debut and is the target
population forsmags »7accination.

»MITT-Z Pcaulation (included all subjects who were naive to the relevant HPV types (HPV 31, 33,
45, 52 arf@’55) at Day 1, received at least one dose of vaccine/placebo and had at least one follow-up
visitwOst-Ray 30): This population is the broadest efficacy population corresponding to the general
popllagion of adolescents prior to sexual debut and sexually active young women and corresponds to
‘nerpriinary target population in clinical practice.

General population

»MITT-3 Population (included all subjects who received at least one dose of vaccine/placebo,
regardless of HPV status at Day 1 and had at least one follow-up visit post-Day 30): This population
included women infected with vaccine and/or non-vaccine HPV types at vaccination onset and
provides a real world estimate of efficacy in the vaccinated population.

The vaccine and placebo groups were well-balanced with respect to key demographic, behavioural
and sexually-transmitted screening parameters. The mean age of subjects was 20.2 years. Overall,
94% of the subjects were sexually active, 3.9% had sexual transmitted diseases (STD) and 11% had



Pap testing finding suggestive of HPV infection at baseline. Overall, 77.2% of the population was
naive to all 4 vaccine HPV types by PCR or serology.

Overall 70.6 % of the study population was PCR negative at Day 1 to all 14 HPV types and 28.6%
were PCR positive to at least one HPV type. HPV 16 was most common (8.2%) followed by HPV 51
(5.9%), HPV 56 (5.2%) and HPV 39 (5.0%), whereas HPV 31 (3.9%) and HPV 45 (1.9%) were less
common.

1.2.1.2 Results

As of the cut-off date for analysis of the clinical trials database, a total of 83.4% and 16.8% of the
study subjects completed the scheduled Month 36 and Month 48 visits, respectively.

Primary efficacy analysis using the 4 month definition

Administration of Silgard reduced the combined incidence of persistent infection (4 meatindsrinition)
and disease related to HPV 31, 33, 45, 52 and 58 (vaccine efficacy (VE): 24.7%4)\Tithe to event
analysis showed that vaccine efficacy increased over time from Month 7 until Month 36. By HPV
type, reductions were largest for HPV 31 and 33 and smallest for HPV 52 and b2V 38. The majority
of endpoints were persistent infections. VE was not significant against cervical disease and External
Genital Lesions (EGL) endpoints (lower bound of 95% Cls <0%).

Efficacy estimates were comparable in the RMITT-2 and MITT-2(populations to those in the MITT-4.
Vaccine efficacy was somewhat lower in the MITT-3 popifiadiori that included also women with
ongoing infections were included.

Post-hoc analysis: Efficacy with respect to the combined incidence of HPV 31 and HPV 45
infection and disease using the 4 month definition

HPV 31 and HPV 45 are the HPV types that shdre the closest homology with HPV 16 and HPV 18. It
was therefore of interest to assess VE aghinst tiiese HPV types (post-hoc analysis). Also, it was of
interest to provide a virological context Tor the cross-protection disease analysis. In MITT-4
population VE was 47.7% (Cls 29.4, 63,5}, _Consistent VE against persistent infection and disease was
observed in all populations, althGugi, oi*lower magnitude in the MITT-3 population. VE was only
significant for the HPV 31-related eni'noint in all populations.

Secondary analysis: Crogs-prsiection against persistent infection or disease by HPV species
using the 4 month defigitian

Silgard reduced theinciawsice of persistent infection/disease caused by non-HPV 16 A9 HPV species
members (HPV 324,52, 35,752, 58) and by non-HPV 18 A7 HPV species members (HPV 45, 59) in
similar magnitudes'(2round 20%). The non-HPV 16-A9-species members were most common.

Cross-proective efficacy against persistent infection or disease at end of study

Thee MAH sn the response to the RSI submitted the analyses regarding persistent infection by
diagnostie visits based on the End-of-Study cross-protection efficacy analysis, which extends the
fellowsap period of the study population to a mean of 3.59 years after enrollment. Results with
wisrect to persistent infection were provided using the more established 6- and 12-month definitions
(the same HPV type DNA detected in >1 sample obtained on >2 consecutive visits that were >6 or
>12 months apart)

End of Study cross protection efficacy analyses regarding persistent infection using the 12
month definition

The MITT-4 population was the pre-defined primary efficacy population in the cross-protection
persistent infection analysis. Significant results were observed for the primary endpoint, HPV
31/33/45/52/58-related persistent infection, using the 12-month definition. In all other study
populations, only trends towards efficacy were observed since the lower bounds of the 95% Cls were



<0%. This was likely due to the lower number of endpoints detected using the 12 months persistence
definition.

As for the primary analysis, significant results were observed in the MITT-4 population for the post-
hoc endpoint, HPV 31/45-related persistent infection, using the 12-month definition. In all other study
populations, only numerical reductions were observed (lower bounds of the 95% Cls <0%).

Statistically significant efficacy was observed against persistent infection caused by HPV 31 across
prophylactic populations based on any duration of infection (with detection at >2 consecutive visits)
and for duration of infection >12 months (the exception was the RMITT-2 population for infection
with a duration of >12 months for which the 95% CI on the efficacy estimate was <0%). For all othex
individual non-vaccine HPV types analysed, there was no statistically significant efficacy again.¢
persistent infection using the definitions included in these analyses.

Efficacy against HPV 31/33/45/52/58-related persistent infection at end-of-study Using; the 6-
month definition

By use of the 6-month definition of persistent infection statistically significant efiicacy against the
primary composite endpoints, HPV 31/33/45/52/58-related and HPV 31/45-related porsistent infection
was observed across all analysis populations, driven largely by efficacy aghirt persistent infection
caused by HPV 31 (Table 4).

Table 4: Vaccine efficacy against HPV 31/33/45/52/58 -r elated 6-rixanih persistent infection
(Protocol 012 at End-of-Study)

Endpoint R-MITT-2 MITT-2, MITT-3

Vacci | Place Observed Vacci | Place ! Opserved Vacci | Placeb Observed

ne bo efficacy ne Yo efficacy ne (o] efficacy

cases | cases (95% ClI) cases | cass | (95% ClI) cases | cases (95% CI)
Composite endpoints
HPV 127 167 | 25.0(5.0,41.0) | 2631] 128 21.8(7.7,33.8) 358 424 18.1 (5,5, 29.0)
31/33/45/52/58 Y
HPV 31/45 49 81 40.3 (13.9, 59.0) 27 | 168 43.6 (27.2, 56.6) 152 217 21.4(-5.6,41.7)
Individual HPV types N
HPV 31 31 57 46.2 (15.3, €5.5)¢ 62 119 49.0 (30.0, 63.1) 107 158 33.6 (14.6, 48.6)
HPV 33 15 21 | 287 (-41.5%5%) | 33 45 27.1(-16.8,54.9) | 43 55 22.5 (-17.6,,49.3)
HPV 45 24 26 7.8 (972, 4.3) 44 54 19.9 (-21.5, 47.5) 59 73 20.1 (-14.2, 44.3)
HPV 52 50 61 18.4.(-206, 45.0) 113 114 0.9 (-29.7, 24.3) 158 161 2.3(-22.4,22.1)
HPV 58 35 37 D.0(=5%3,42.2) 70 77 9.9 (-26.2, 35.8) 90 103 13.8 (-15.4, 35.8)

Vaccine efficacy againgt 6-month persistent HPV 31-infection was almost 50% in the prophylactic
study populations, MITT-Z and RMITT-2. It is of note that this is close to the efficacy estimate of
57% observed agdivst PV 31-related CIN 2/3 (if co-infected lesions were excluded).

Efficacy agarast vaccine types - HPV 16/18-related persistent infection - results at end-of-study
using th¢ o-nonth and 12-month definition

Taliles)S and 6 present the end-of-study analyses of efficacy against persistent infection related to
AEV 16 and 18 using the 6-month and 12-month definitions, respectively, based on the same study
aata. The analyses of efficacy against HPV 16/18-related persistent infection through the end-of-study
timepoint demonstrate conclusively that the vaccine is efficacious against these endpoints for each
HPV type and regardless of the duration of infection considered.



Table 5: Efficacy against HPV 16/18-related persistent infection - 6-month definition (End-of-
Study Analysis (Protocol 012)

qHPV vaccine Placebo
n=1783 n=1788 Observed

n Number of n Number of efficacy
Study population cases cases (%) 95% ClI
Per -protcol
HPV 16/18-related 1457 2 1475 180 98.9 96.1, 99.9
HPV 16-related 1269 2 1245 141 98.7 95.1, 99.8
HPYV 18-related 1405 0 1414 55 100.0 93.2,100
MITT-2 _|
HPV 16/18-related 1685 18 1680 254 93.5 89.4, 96.2.
HPV 16-related 1475 12 1467 196 94.3 8980971/ |
HPV 18-related 1632 7 1629 83 91.8 823, 9¢.8
MITT-3 N
HPV 16/18-related 1730 127 1725 348 66.3 o 59.6, 72.7
HPV 16-related 1730 106 1725 275 63.7 _—T 54.4,71.2
HPYV 18-related 1730 27 1725 109 76.0, N 632,849

Table 6: Efficacy against HPV 16/18-related persistent infection - 12-mdniiaefinition (End-of -
Study Analysis (Protocol 012)

gHPV vaccine Placebo |
n=1783 n=1788 | /| Observed

n Number of n Numkber of efficacy
Study population cases =L W) (%) 95% ClI
Per -protcol
HPV 16/18-related 1447 0 1465 |\ W9 100 95.3, 100
HPV 16-related 1269 0 124175 [, 60 100 93.9, 100
HPV 18-related 1395 0 1403 20 100 79.9, 100
MITT-2 A
HPV 16/18-related 1642 9 1537 124 93.1 86.4, 96.9
HPV 16-related 1447 6 _I_ 1440 94 93.9 86.2,97.8
HPV 18-related 1591 R 1585 33 91.1 71.5,98.2
MITT-3 r~
HPV 16/18-related 1695 W72 1686 173 60.1 47.2,70.2
HPV 16-related 1695 9 1685 133 57.1 41.3, 69.0
HPV 18-related 1685_—1- 16 1675 48 67.4 41.5, 82.7

1.2.1.3 Discussion

Data on the PCR test methodology for the non-vaccine HPV types provided by the MAH to ensure
that these assays yzere validated and as sensitive, specific and robust as those for the vaccine HPV
types were consitele racceptable.

The criteria v mclude the HPV types chosen in the primary endpoint (HPV 31, 33, 45, 52 and 58), i.e.
based orianiino acid homology (>80%) with L1 proteins of HPV 16 and 18 and on prevalence in
ceryical vancer (>2%) are supported. However, the use of composite endpoints including several non-
vaccinge HPV types is somewhat troublesome, e.g. if no vaccine efficacy is shown for certain types.
20 the other hand, the study could hardly be powered to demonstrate efficacy against each of the non-
raccine HPV types, and therefore, a combined endpoint of the related HPV types could be used. The
use of a composite endpoint requires specific statements in the SPC on the efficacy against individual
components of the composite to make possible an appropriate interpretation of the results obtained.

Infection cross-protection analysis

In the infection cross-protection analysis (mean follow-up 3 years post enrolment), the success
criterion for the primary hypothesis was met. Vaccine efficacy in the combined incidence of persistent
HPV 31, 33, 45, 52 and 58 infection and HPV 31, 33, 45, 52, 58-related genital disease compared
with placebo was modest, 24.7% in the primary efficacy population MITT-4. The magnitudes of
efficacy for persistent infection, CIN, AIS and EGL were comparable, but statistically significant



results were only shown for persistent infection. The results in the MITT-2 and RMITT-2 populations
supported those obtained in the MITT-4. In the MITT-3 population efficacy estimates were lower, but
benefit was still demonstrated, also in the disease endpoint.

Cross-protective efficacy was not evaluated against EGL since most low-grade vulvar/vaginal lesions
and genital warts are attributed to HPV 6 and 11. The role of non-vaccine HPV types in development
of these lesions is relatively small. As regards high-grade vulvar and vaginal lesions and cancers the
majority are related to oncogenic HPV types, in particular HPV 16. The limited number of cases with
high-grade vulvar and vaginal lesions precluded any meaningful analyses with respect to cross-
protection.

A post-hoc efficacy analysis with respect to the closest HPV 16/18-related types, HPV 31 and HP}V,
45, showed larger reductions in the combined incidence of persistent infection and CIN disease] V&
47.7% in the MITT-4 population. Efficacy estimates in the MITT-2 and RMITT-2 were of similar
magnitude. However, analyses by HPV type showed that efficacy was driven by HPY 31 "and
significant efficacy was not demonstrated for HPV 45 in any study population.

With respect to individual non-vaccine HPV types, reductions in the combined inecidence of persistent
infection/CIN were largest for HPV 31 and 33. No relevant efficacy was seen fos, HLV 35, HPV 52 or
HPV 58. When analysed by A9 and A7 species (non-vaccine HPV typef),/4imilar VE estimates
around 20% were obtained.

This Infection Cross-Protection analysis was designed to provide a vifolbgic context for the Disease
Cross-Protection analysis, and to evaluate the vaccine efficacy againg persistent infection. However,
the 4-month definition of persistent infection is not endorsed and ‘ths results could therefore not be
accepted as presented in the study report. The WHO ,oasansus paper (Vaccine 2004) defines
persistent HPV infection as detection of the same HPV RITA.in follow-up visits 6-12 months apart in
women naive for the relevant type at baseline. Since the definition of persistent infection was
questioned several re-analyses were performed usir g tt's more established 6- and 12-month persistent
infection. Statistically significant efficacy against the primary composite using the 6-month definition
was observed across all analysis populationsat end of study. It was 21.8% (95% CI: 7.7, 33.8) in the
MITT-2 population. In the secondary post=noe.somposite (HPV 31/45) endpoint, vaccine efficacy was
43.6% (95% CI: 27.2, 56.6) in the MIT &2/ population. The efficacy was driven by HPV 16-related
types, primarily HPV 31, whereés 1o significant efficacy was observed for HPV 18-related types
(including HPV 45). When analy{ed by individual HPV type, statistically significant results were only
reached for HPV 31; vaccine ¢rnigacy was 49% (95% CI: 30.0, 63.1) in the MITT-2 population.

An updated end-of-study «analysis of HPV 16 and 18 persistent infection was also provided,
demonstrating high vagCing “efficacy; 99-100% in the per-protocol population and 92-94% in the
MITT-2 populatiomn, reganiess of the duration of infection considered (6 or 12 months). These data
merit to be mentiemeavin section 5.1 of the SPC.

122 Frotocols 013 and 015 combined (Disease cross-pr otection analysis)

1.22 2\Description

‘(heqanalysis of disease cross-protection was conducted in the combined database of PO13 and P015.
1x¢se phase III efficacy studies enrolled a total of 17,622 young women (P013 n=5,455 and P0O15
n=12,167). The populations in the 2 studies were generally comparable with regard to key enrollment
parameters. Both studies limited enrollment to women 16 to 23 years old (PO15 to 26 years in the
Singapore site) with 4 or fewer life time sexual partners and excluded those with a history of genital

warts and abnormal Pap test.

The description of studies is introduced in Table 7.
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Table 7: Summary of study P013-P015

No subjects Study design Objectives End points Methodology
age group
(Randomised)
17622 Phase 111, Principal Cross-Protection | Primary Cross- | To address the primary
P013: 5455 randomised, Objectives. Protection  Endpoint. | hypothesis regarding the
P015: 12167 double-blind (with Primary: To demonstrate that | The primary endpoint | endpoint of HPV 31-, 45 CIN
in-house blinding), | administration of a 3-dose regimen | was  the  composite | (any grade) or AIS and the
HPV Vaccine: | placebo-controlled of HPV Vaccine 6, 11, 16, 18 | endpoint of CIN (any | secondary endpoint of HPV 31-,
8810 study of HPV reduces the incidence of CIN (any | grade), AIS, or cervical | 33-,45-, 52- and 58-related CIN
Placebo: 8812 | Vaccine 6, 11, 16, grade), AIS, or cervical cancer | cancer caused by HPV | (any grade) or AIS the statistical
18]. caused by HPV Types 31 and 45. 31 or45 criterion for success, |
16- to 26- Secondary: To demonstrate that corresponds to a lower boun( of i
year-old Primary analysis administration of a 3-dose regimen | Secondary Cross- | the C195% > 0%.
population: MITT- of HPV Vaccine 6, 11, 16, 18 | Protection Endpoint.
2 reduces the incidence of CIN (any | The secondary endpoint
Month 36 grade), AIS, or cervical cancer | was the  composite
visit: 88.7% Secondary analysis | caused by HPV Types 31, 33, 45,52, | endpoint of CIN (any
Month 48 | population and 58. grade), AIS, or cervical

visit: 17.0%

MITT-3, RMITT-2

Other
Objectives.
To demonstrate that administration
of a 3-dose regimen of HPV Vaccine
6, 11, 16, 18 to 16- to 26-year-old
women reduces their risk of
developing:
(1) CIN (any grade), AIS, or
cervical cancer caused by non-
vaccine HPV type A9 species
members (i.e., HPV 31, 33, 35, 52,
58);
(2) CIN (any grade), AIS, or
cervical cancer caused by non
vaccine HPV type A7 species
members (i.e., HPV 39, 45 __and
59);
(3) CIN (any grade).#\IShsr
cervical cancer caused Ut HP¥ 56;
(4) CIN (any Agrade), “AIS, or
cervical cancer causyd by HPV 51.
HPV Replacen ent ©Objectives. To
evaluate the Tapaatsof prophylactic
admini¢ravion ¢ a 3-dose regimen
of HP} viycciiic 6, 11, 16, 18 to 16-
to 26- ear-hid women on their risk
f(r de\elopment of CIN (any grade),
ALS, 41 cervical cancer caused by
HPV types other than HPV 6, HPV

Cross-Protection

11, HPV 16, or HPV 18.

cancer caused by HPV
31, HPV 33, HPV 45,
HPV 52, or HPV 58

Other Cross-Protection
Endpoints. For each
endpoint focusing. on
CIN (any grade);yihISjor
cervical canciy/ céused
by a spefiticysuiset of
HPV tvnet

HRyY Replacement
=ndp oints. The
endpoints of interest for
tite replacement analyses
are: CIN (any grade) or
AIS, and CIN 2/3 or AIS,
caused by HPV types
other than HPV 6, 11,
16, or 18.

Study Populatior

Primary Analysis Fopulation: MITT-2 Population
included,subjects who:
- went PCR negative to the relevant HPV type at Day 1,
Aréeewad at least one dose of vaccine/placebo

had at least one follow-up visit post-Day 30

{ase counting started at Day 31
2ote: because PO15 did not include cervicovaginal specimen collection at Month 3, it was not possible to
conduct an analysis in the MITT-4 population in the Disease Cross-Protection Data Set. The MITT-2
population was chosen as a conservative approximation of this population.

Key Secondary Efficacy Analysis Population: RMITT-2 Population
General Population: MITT-3 Population
The criteria for inclusion into the RMITT-2 and MITT-3 are the same as for P012.

11



1.2.2.2 Results

As of the cut-off date for analysis, a total of 88.7% (P013 84% and PO15 91%) and 17.0% of subjects
completed the scheduled Month 36 and Month 48 visits, respectively.

The vaccine and placebo groups were well-balanced with respect to key demographic, behavioural
and sexually-transmitted screening parameters. The mean age of subjects was 20.0 years.

Primary efficacy analyses

In the disease cross-protection analysis with respect to HPV 31/45-related CIN (any grade) or AIS
(mean follow up duration of 3.0 years), the success criterion for the primary hypothesis was not_m/:t
in the primary efficacy population (MITT-2) (VE was 25.1%, 95% CI: -3.5; 46.0). VE against{CIN
2/3 was also non-significant (lower bound of 95% CI <0%). In the supporting analyses in the RIVI T -
2 population, higher VE was found against CIN (any grade) (VE: 45%, 95% CI: 6.4;=65¥) and
importantly also against HPV 31/45-related CIN 2/3 (VE: 61.6%, 95% CI: 9.7, 85.3).

Of note is that there were differences between the studies, with much lower efficacysestimates in the
PO15 study than in PO13. In all study populations in P0O15, the lower bound of the /5% CI was <0%
and no reductions in disease endpoints were observed in the vaccines compard/vrith placebo.

Analyses of End of Study database (mean follow up duration of 3.59 vaars)

In the primary composite endpoint, HPV 31/45-related CIN (any grad€) or AIS, vaccine efficacy was
statistically significant in all populations; 37% (95% CI: 17.¢; 53,8) in the MITT-2 population
(primary efficacy population), 44% (95% CI: 12.9; 64.1) in thie RMIFT-2 population and 23% (95%
CIL: 9.6; 31.3) in the MITT-3 population. With regard tg thewmore relevant endpoint HPV 31/45-
related CIN 2/3 the corresponding percentages were 43% (957 CI: 12.1; 63.9), 59% (95% CI: 14.1;
81.5) and 21% (95% CI: -5.6; 41.7). The updated efficacy cstimates were higher in the MITT-2 and -3
populations compared with those in the original crosg-protection analysis. In the MITT-2 analyses
significant results were now observed (lowers?5%, CI bound >0%). The results in the RMITT-2
population were somewhat lower, but corigistent®with those in the original cross-protection efficacy
analysis.

Secondary efficacy analyses

In the disease cross-protection ai alyhis with respect to HPV 31/33/45/52/58-related CIN/AIS (mean
follow up duration of 3.0 yeafs),the success criterion for the secondary hypothesis was met. VE was
18.6% (95% CI: 1.0, 33.25 in*die MITT-2 population. The analysis in the RMITT-2 and MITT-3
populations supported the rpsults obtained in the primary population. However, the magnitude of VE
was modest with wide 95% confidence intervals in all analyses. When evaluated by disease severity,
VE against CIN 273 “was 43.3% (95% CI: 7.3, 66.0) in the RMITT-2 population, but substantially
lower in the MIT'Ti-2(VE: 16%, ns) and MITT-3 (VE:9.8%, ns).

With regaid vq AIS, there were 6 placebo cases (HPV 45 (n=1), HPV 52 (n=4), HPV 58 (n=1)) and 1
vaceing case’ (HPV 52) who were diagnosed with AIS. There were no cases of cervical cancer.

Atorthe primary analysis, in PO15, the lower bound of the 95%CI was <0% in all efficacy analyses
«ad/no reductions in disease endpoints were observed in the vaccinees compared with placebo.

Analyses of End of Study database (mean follow up duration of 3.59 years)

In the secondary composite endpoint HPV 31/33/45/52/58-related CIN (any grade), VE was
statistically significant in all populations; 26% (MITT-2 95% CI: 12.9; 37.8), 29% (RMITT-2 95%
CI: 8.3; 45.5) and 20% (MITT-3 95% CI: 8.2; 29.6). VE against HPV 31/33/45/52/58-related CIN 2/3
or AIS was only significant in the MITT-2 population (26% 95% CI: 4.6; 42.5), whereas only
numerical reductions were seen in the RMITT-2 (33% 95% CI: -0.3; 55.0) and MITT-3 (14% 95% CI:
-3.3; 28.8). The updated efficacy estimates were somewhat higher (MITT-2 and -3) than those
observed in the original cross-protection efficacy analysis. In the RMITT-2 analyses of efficacy
against CIN 2/3, estimates were lower with the lower 95% CI bound <0%.
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Analysis of vaccine efficacy against individual HPV types
The studies were not powered to assess efficacy against disease caused by individual types, HPV
type-specific analyses were only supportive and descriptive.

Efficacy was primarily driven by reductions in the HPV 31-related endpoint (VE 38.4% for MITT-2
population and VE 59.8% for RMITT-2 population) (mean follow up duration of 3.0 years). No
significant efficacy was observed for the other members of the HPV A9 species. In particular, no
efficacy was observed relative to HPV 45 (A7 species member). To evaluate the impact of Silgard on
the primary and secondary endpoints post-hoc analyses excluding the HPV 45-related endpoints were
also conducted.

Analyses of vaccine efficacy against HPV31/33/45/52/58-related CIN 2/3 by HPV type sEinc-of
Study database (mean follow up duration of 3.59 years)

Upon CHMP request the MAH submitted the analyses of vaccine efficacy with regard t¢,CLN 2/3 or
AIS caused by selected HPV types of the combined database of protocols 013/ 015, ¢t End-of-Study.
The results are presented in table 8 below. As regards individual HPV typesy onlv*for HPV 31
significant efficacy against CIN 2/3 was demonstrated, with VE 70% in the RMXT'T}2 population and
VE 56% in the MITT-2 population.

Table 8: Vaccine efficacy with regard to CIN 2/3 or AIS caused by salosted HPV types (Combined
Database of Protocols 013/ 015 at End-of-Study)

R-MITT-2 MITT-2 ¢ MITT-3
Vaccin | Plac Observed Vaccin | Placeb Ovaarved Vaccine | Placebo Observed
ecases | ebo efficacy e cases (o] efficaey cases cases efficacy
cases (95% CI) cases’” | (95% CI) (95% ClI)

Composite endpoints
HPV 44 66 32.5(-0.3.55.0) 111 150 25.8 (4.6, 42.5) 216 252 14.2 (-3.3,28.8)
31/33/45/52/58
HPV 31/45 11 27 58.7 (14.1, 81.5) 4N 60 43.2 (12.1,63.9) 84 107 21.4 (-5.6,41.7)
HPV 41 66 37.1(5.7,58.5) 1o 146 31.4(10.9, 47.3) 205 246 16.6 (-0.8, 31.3)
31/33/52/58
A9 species (not 27 52 47.5 (15.0, 686) 111 157 29.1 (9.1, 44.9) 221 262 15.6 (-1.3,29.8)
HPV 16) A
A7 species(not 11 21 47.0£-149, 789) 34 46 25.9 (-17.9, 53.9) 55 66 16.6 (-21.1, 42.8)
HPV 18) A N
Individual HPV types -
HPV 31 8 27 | FIUN(0¥D, 88.3) 23 52 55.6 (26.0,74.1) 67 92 27.1 (-1.1,47.7)
HPV 33 12 16 ¢ 24.0.-71.7,67.3) 29 36 19.1 (-36.0, 52.3) 49 59 16.8 (-23.8,44.4)
HPV 35 4 4 -1.5% (-449, 81) 13 15 13.0 (-96.6, 62.2) 21 23 8.6 (-73.1, 52.0)
HPV 39 4 10 3 '59.6 (-40.8, 90.8) 15 24 37.5 (-24.5, 69.6) 28 33 15.1 (-42.5,50.7)
HPV 45 3 ). -51.9 (-1738, 83) 11 11 0.0 (-155, 60.9) 18 19 5.2(-91.4,53.2)
HPV 51 16 %\ 15 -8.1 (-136, 50.1) 34 41 16.3 (-35.5, 48.6) 53 64 17.1 (-21.4,43.6)
HPV 52 1749 23 25.2 (-46.8, 62.6) 44 52 14.7 (-30.2, 44.3) 78 87 10.3 (-23.3,34.9)
HPV 56 oy 14 16 24.1 (-71.6, 67.3) 34 30 -13.7(-92.8, 32.6) 48 44 -9.2 (-68.6, 29.1)
HPV 58 w5 20 18.9 (-65.2, 60.8) 24 35 31.5(-18.8, 61.1) 41 59 30.5 (-5.5, 54.6)
HPV 59 __l 5 9 43.8 (-87.7, 85.3) 9 15 39.9 (-47.0, 76.9) 11 19 42.1(-28.5,75.2)

Post-hovanalyses. Exclusion of HPV 45-related endpoints

Analvses of End of Study database (mean follow up duration of 3.59 years) showed significant results
wgainst CIN (any grade) and CIN 2/3 in both prophylactic populations (VE: 31% (MITT-2) and VE:
7% (RMITT-2)), but not in the MITT-3 population. VE as regards CIN (any grade) was 30% (MITT-
2) and 34% (RMITT-2).

Cross-protective efficacy against CIN 2/3 or AlSdueto any HPV type

End of study results (mean follow up duration of 3.59 years)

End of study results showed that administration of Silgard reduced the overall incidence of CIN 2/3 or
AIS due to any HPV type by 42.7% in the RMITT-2 population, 33.8% in the MITT-2 population and
by 18.4% in the MITT-3 population.
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With regard to all non-vaccine types Silgard resulted in a non-significant reduction in the incidence of
CIN 2/3 or AIS for all studied populations, 23.6% in RMITT-2 population, 16.2% in MITT
population and 9.0% in MITT -3 population.

The negative findings with respect to efficacy against other non-vaccine HPV types (not tested for)
could be explained due to the masking effect, rather than to a HPV type replacement phenomenon.

HPV typereplacement analysis

The question whether there would be an upsurge of persistent infection and disease caused by non-
vaccine HPV types was investigated by using the PO12 and the combined P013/P015 infection and
disease cross-protection databases, respectively. The analyses focused on the RMITT-2 and MITT-3
populations.

For the infection cross-protection analyses, the rates of persistent infection, CIN, AIS or EGlstaues
by non-vaccine type individually and as a composite were compared by vaccination groups

For the disease cross-protection analyses, the rates of CIN (any grade) or AIS or, pf ¥ :IN2/3 or AIS,
overall, caused by vaccine HPV types and caused by non-vaccine HPV types were,comuvared between
vaccination groups.

Results on HPV type replacement analysis - Protocol 012

In the RMITT-2 population the incidence of persistent infection and &1, (any grade) or AIS caused
by non-vaccine types (HPV 31, 33, 35, 45, 52, 58, 59) was reduced sy 19.7% (-0.3 to 35.8%) in the
vaccine group compared with placebo. Reductions were obsefvedyfor all HPV types within the
composite endpoint with the exception of HPV 58 (30 cases,n the"vaccine group vs. 29 cases in the
placebo group).

In the MITT-3 population the rate of persistent infection aind CIN (any grade) or AIS caused by non-
vaccine types was reduced by 15.1% (2.8 to 17.2%) compared with placebo. Reductions were
observed for all HPV types within the composite etidpoint.

These data do not suggest HPV type replaeeinent; rather there was some evidence of cross-protection
against non-vaccine HPV types for whichites.ing was performed.

Results on HPV type replacement analysis - Protocol 013/015

In the RMITT-2 population tlie“ncCidence of CIN (any grade)/AIS or CIN 2/3/AIS caused by non-
vaccine types was reduced«dy 487 (0.3 to 32.7%) and 25.3% % (-8.7 to 48.9%) respectively, in the
vaccine group compared witir placebo. The strongest reduction was observed for HPV 31 (76.1%)
whereas for HPV 3§ and W'V 45 no efficacy was seen.

In the MITT-3_pgpuration the incidence of CIN (any grade)/AlIS or CIN 2/3/AIS caused by non-
vaccine types was reduced by 8.2% (-1.6 to 17.2%) and 4.5% (-12.9 to 19.2%) respectively, in the
vaccine group,compared with placebo. For HPV 45 and HPV 56 no efficacy was seen.

It was'oved that with respect to “other HPV type-related” CIN i.e. CIN due to a HPV type for which
testing/was not done and “other HPV type-related” CIN 2/3 i.e. CIN 2/3 due to a HPV type for which
oisting was not done, there were more cases in the vaccine group than placebo. For CIN (any grade)
there were 74 vs. 71 cases in the vaccine and placebo group, respectively, in the RMITT-2 population
and 161 vs. 140 cases in the MITT-2 population. For CIN 2/3 there were similar findings with 20 vs. 9
cases in the RMITT-2 and 70 vs. 59 cases in the MITT-3. The negative findings with respect to
efficacy against “other HPV type-related” (not tested for) could be explained due to the masking
effect, rather than to a HPV type replacement phenomenon.

Contributions of oncogenic HPV typesto CIN lesionsand Al S
The contributions of oncogenic HPV types to CIN 1, CIN 2, and CIN 3 vary. It is of note that non-
HPV 16/18 oncogenic HPV types are much more commonly detected in CIN 1, 2, and 3 lesions than
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in cervical cancer cases. Also, detection of more than one HPV type in a given CIN biopsy specimen
is common. HPV 16 is unique in that the proportions of lesions that are HPV 16-positive increase
with histopathologic grade severity.

The cumulative incidence (through end of study) of CIN 2/3 or AIS lesions by HPV type in the
placebo group within the RMITT-2 population of the Combined Protocol 013/015 is shown in Figure
1-1. The incidence of HPV 16-related CIN 2/3 was the highest, followed by CIN 2/3 caused by other
Species A9 members and HPV 18.

Figure 1-1: Cumulative incidence of CIN 2/3 or AIS lesions by HPV types through End-of-Study
(Placebo Group, RMITT-2 population, Combined Protocol 013/Protocol 015)

LAY - —m o m e
1.2%
1.0%
0.8%
0.6%

0.4%

Qumulative inddence

0.2%

0.0%

16 31 52 658 18 33 56 51 39 52 S 35 45 11
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Table 9 summarises the proportion of lesions ™wikie¢n co-infection occurred by categories of HPV
types. CIN 1, CIN 2, and CIN 3 lesions thancontained vaccine and non-vaccine HPV types were
common.

Table 9: Categories of co-Infectiotninissue specimens with of CIN 2/3 or AIS (RMITT-2 Population
in the Combined Protocol 013/015 Erid-of-Study Database)

(Y CIN1 CIN2 CIN 3or AIS
Proportion of HPV 16-positive lesions that were also 27.0% 22.6% 17.9%
positive for non-vaccine A{/A% HPV types
Proportion HPV 18-pégitive 1asions whose lesion that 44.0% 50.0% 14.3%
were also positive férnon-vaccine A7/A9 HPV types
Proportion of HAY 11433, 52, or 58-positive lesions’ 31.4% 25.6% 32.1%
that were alsq pasitive for a vaccine HPV type
" Typef for, which mention in Section 4.1 is being sought.

The\HEV types differ substantially by malignant potential with HPV 16 and HPV 18 being the most
wicdgenic HPV types. For non-HPV 16/18 types, CIN 2/3 rarely progress to cervical cancer. The
spectrum of disease is thus different, and the use of CIN 2/3 related to oncogenic non-vaccine HPV
types as a surrogate marker for cervical cancer could be discussed. However, all over the world, the
detection of CIN 2/3 regardless of HPV type leads to excision of the lesion and therefore the clinical
impact of CIN 2/3 caused by oncogenic non-vaccine HPV types will be the same as for HPV 16/18.

It is noteworthy that the contribution of non-HPV 16 A9 species types to CIN 2/3 or AIS is
considerably larger than that for HPV 18. Data were only given for the most restricted population.
Upon CHMP request the MAH provided data for the MITT-3 population, which were consistent with
the findings in the RMITT-2 population, The cumulative incidence of CIN 2/3 related to HPV 31 and
HPV 52 was higher than that of HPV 18, whereas HPV 58 and HPV 33 were as common as HPV 18.
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Therefore, the prevalence of non-vaccine HPV types in CIN 2/3 is not as rare as perceived. However,
it is applicable to HPV 45, which was the least frequent oncogenic non-vaccine HPV type observed in
the studies.

Quantification of the clinical benefit of the cross-protective efficacy

The calculations at the end of study demonstrated that, when accounting for co-infection, 0.9 HPV
32/33/52/58-related CIN 2/3 cases per 1000 subjects vaccinated were prevented in the RMITT-2
population and 0.7 cases in the MITT-2 population. This translates to a net benefit of 4 and 6
additional cases prevented. For HPV 16/18-related CIN 2/3 (regardless of presence of HPV
31/33/52/58), there were 17.7 prevented cases per 1000 subjects vaccinated in the RMITT.Z
population and 15.6 cases in the MITT-2.

1.2.2.3 Discussion

The disease cross-protection analysis was performed in the combined phase, Iil( erficacy trials
including 17,599 16 -to 26 year-old women. An analysis of the combined studyszdasa, instead of
studies 013 and 015 separately, would give adequate power for demonstration o€ crass-protection and
would improve the precision of vaccine efficacy. Nevertheless, this type of cymbined analysis was
already accepted for the marketing authorisation application and is therefore censidered appropriate.
The follow-up was for 3 years from start of enrolment, but was updatea“in the MAH response to the
RSI with the End-of-Study results at 3.59 years. As was shown in the sificacy time-to-event analyses,
cross-protective efficacy was only evident after 12 months foilowing start of immunisation and
increased over time. However, this repeated testing of data raig€sa wfulliplicity concern.

The cross-protection endpoints should have focused onthigh-grade CIN lesions (CIN 2/3) rather than
CIN (any grade) or AIS. The vaccine has only been approved for the prevention of HPV 16- and HPV
18-related CIN 2/3, which should also apply for (in iadication with respect to related non-vaccine
oncogenic HPV types. As the analyses for crissyorotective efficacy against CIN 2/3 due to non-
vaccine types were also provided, this gonceil, is resolved. Low-grade cervical dyplasia is not
considered a relevant disease endpoint sand, the proposed text for section 4.1 of the SPC is not
acceptable. Adenocarcinoma in situ (Al}) Fas also not been accepted in the indication for vaccine
HPV types. The data provided @nsAlJ, (altogether 7 cases) in the cross-protection analysis are
insufficient to support an indicafiony, riowever, since AIS has been included as part of high-grade
cervical lesion endpoint (CIN 275,0#AlS) in all efficacy trials, it is appropriate to mention this disease
category in the SPC section 5.4

The use of composite eificuacy endpoints, including pre-specified combinations of non-vaccine HPV
types, could be questioned."The non-vaccine types are not uncommon causes of CIN lesions, but due
to the anticipated siower vaccine efficacy against non-HPV 16/18 types more endpoints would be
necessary o+todlobwain statistical significance. The MAH's justification with respect to this aspect
including.thy, biology-based selection of HPV types could be accepted, as long as the analyses of
indiyidus! cémponents support the overall conclusion given by the composite. However, composite
endruiniy, make interpretation of data difficult, since the vaccine might not be efficacious against all
of.tie types evaluated, as was also seen in the combined dataset. No significant efficacy could be
I¢nionstrated for HPV 45, which was used in the primary efficacy endpoint in combination with HPV
21 and in the secondary efficacy endpoint in combination with HPV 31, 33, 52 and 58. The pre-
specified composite endpoints should be mentioned in the SPC, but require specific statements on the
efficacy against individual components of the composite to facilitate an appropriate interpretation of
the results. Since HPV type-specific analyses were defined as descriptive and supportive, the lack of
adjustment of multiplicity is considered acceptable.

The high frequency of baseline PCR positivity to vaccine (14.8%) and related non-vaccine HPV types
(14.8%) is noted. In the response to the RSI, the MAH addressed the geographical distribution of
HPV types in the combined PO13/P015 database and showed that HPV prevalence was in accordance
with the data described in the literature. It was clarified that HPV prevalence and HPV type
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distribution depend heavily on study populations (age, sexual characteristics) and associated HPV-
related lesions and could therefore differ between epidemiological studies. HPV 16 has been
consistently found to be the most prevalent HPV type worldwide, which was also observed in the
013/015 studies. The high prevalence of some of the non-vaccine HPV types, such as HPV 51 and
HPV 56, is an expected finding since there types cause a substantial number of CIN 1 lesions, but
rarely cause CIN 3 or result in cervical cancer The causal role of any of the HPV types identified in
CIN 2/3 lesions will be ascribed the most oncogenic HPV type, i.e. HPV 16 and 18.

The subjects with multiple HPV types were characterised by sexual demographics and disease
severity. It was shown that subjects who were positive to multiple HPV types Day 1 were more
sexually experienced. As regards CIN 2/3, more cases with multiple HPV types in the lesions wefe
seen in the placebo group (~40%) than in the vaccine group (~30%). Very few subjects had ca-
infection with more than 3 types. This high prevalence of co-infections with several HPV typesinal«s
the assessment of vaccine efficacy for cross-protection difficult. The most commany2-type
combination involved HPV 16 in combination with other HPV types such as HPV 18. I1PV 51 and
HPV 52.

A major concern in the initial assessment was that in the combined analysis ofithepivotal phase III
trials evidence of cross-protective efficacy was not convincingly demonstrat¢d £y the largest and most
important PO15 trial. With the provision of the end-of-study results inclizding*<n extended follow-up
to a mean of 3.59 years with more endpoints accrued, consistency.-heaveen the two studies with
respect to improved cross-protective efficacy was shown. Thosfurces of variability were
satisfactorily addressed by the MAH. The homogeneity test did ni)t aptect differences in the protocols
for various endpoints.

Cross-protective efficacy results

In the updated end-of-study analyses, the primary, enipoint of the cross-protection analysis, HPV
31/45-related CIN (any grade), met the success«ritarion in all study populations with vaccine efficacy
of 37% in the primary MITT-2 population44% i the RMITT-2 and 23% in the MITT-3 population.
In the analyses of efficacy against CIN/2/3\significant results were obtained in the MITT-2 (VE:
43%) and RMITT-2 (VE: 59%), wherqaiin'the MITT-3 (VE: 21%) the lower bound of the 95% CI
was <0 %. However, the results werty,driven by reductions in HPV 31-related endpoints, whereas no
efficacy could be confirmed for HPV{45.

With respect to the seconddry eadipoint, the combined incidence of HPV 31/33/45/52/58-related CIN
(any grade), the success(criterion was fulfilled in all study populations. However, VE was modest in
the primary population (V5. 26%) and also in the RMITT-2 (VE: 29%) and MITT-3 populations (VE:
20%). In the mopsyitaportant CIN 2/3 endpoint vaccine efficacy was 26% (95% CI: 5, 43) in the
primary populatiqh,) ‘whereas statistically significant results were not obtained in the RMITT-2
populatiorr (VE: 33% (95% CI: 0, 55).

With respecito"HPV species, the results give evidence of some cross-protective efficacy against the
composile,0f non-vaccine A9 HPV species members including HPV types related to HPV 16. Vaccine
effigady “against HPV 31/33/52/58-related CIN 2/3 was 31% (MITT-2) and 37% (RMITT-2).
Meweser, no statistically significant efficacy was demonstrated for the HPV 18-related non-vaccine
Wmss (A7 HPV species) individually or combined.

With respect to individual HPV types, only for HPV 31 cross-protective efficacy was confirmed. This
HPV type has the closest structural relatedness to HPV 16. In the primary MITT-2 population,
statistically significant results were obtained against HPV 31-related CIN 2/3 with VE of 56% (95%
CI: 26, 74) and in the RMITT-2 population it was 70% (95% CI: 32, 88). In the MITT-3 population
only numerical reductions were observed (VE: 27% (95% CI -1.1, 48). For all other individual HPV
types no statistically significant efficacy against CIN 2/3 was_demonstrated. Since the studies were
not powered to assess efficacy against disease caused by individual types, HPV type-specific analyses
were only supportive and descriptive.
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In general, larger magnitude of cross-protection was observed for high-grade CIN lesions (CIN 2/3)
than for low-grade cervical lesions.

The non-significant efficacy results observed with respect to HPV 45-related endpoints was
unexpected in view of the MAH's data demonstrating that Silgard induced a cross-neutralization
immune response to HPV 18, as reported in the MAA. In these laboratory experiments it was shown
that anti-HPV responses induced by Silgard prevented cell uptake of HPV 31 and HPV 45 VLPs, but
2 log higher antibody titres were required for cross-neutralization. The reasons for the negative
outcome in the cross-protection analyses remain unknown.

In conclusion, the updated cross-protective efficacy results obtained in the end-of study analyses mft
the success criterion in all study populations and for the defined composite endpoints. Vagdcine
efficacy was modest in the primary HPV 31/45-related CIN endpoint and was only dpvenably
reductions in HPV 31-related endpoints. No efficacy could be confirmed for any ofwthw other
individual HPV types included in the composite endpoint. There is, however, evideice Jchat the
vaccine exerts some cross-protection against certain HPV-16 related non-vaccine, ¥ PVitypes. No
statistically significant efficacy was demonstrated forthe HPV 18-relaiad * non-vaccine
types individually or combined. The clinical relevance of the modest efficacy observed was
satisfactorily addressed by the MAH. However, with regard to the non-vacdincytypes, the oncogenic
potential differs profoundly from that of the vaccine HPV 16/18 typesswith=the non-vaccine HPV
types being commonly detected in CIN 1, CIN 2 and CIN 3 lesionshus rarely in cervical cancers.
Hence, the type-specific spectrum of diseases differs by grades of histpithological severity. HPV 16
is unique in that the proportions of positive lesions increase with(sevirity. The correlation of CIN 2/3
(surrogate endpoint for cervical cancer) with cancer is, thus( subsiartially lower for the oncogenic
non-vaccine types. For this reason and given the modest gificasy against CIN 2/3 observed for non-
vaccine HPV types cross-protection is to be regardeasan,ax added benefit only to be mention in
section 5.1 of the SPC. The MAH agreed to withdraw the request for an extension of indication to
limit this application to the update of section 5.1 anil this type II variation is thereby considered
approvable.

Cross-protective efficacy against CIN 2/3s1 AIS due to any HPV type

Overall Silgard reduced the incidencesot,CIN 2/3 due to any HPV type by 42.7% in the RMITT-2
population, by 33.8 % in the MITT-20o0pulation and by 18.4 % in the MITT-3 population during the
extended 3.6-year follow-up. Tlis \magnitude of efficacy is clinically relevant in the RMITT-2
population, but seems low, bageawiithe attributed burden of CIN 2/3 disease of vaccine (70%) + non-
vaccine (24-39%) HPV typts.*“Elie RMITT-2 population is the population most resembling sexually
naive subjects (target pOpulation for general vaccination programmes), but there are no means to
exclude baseline H?V inraciions/diseases not tested for (6 oncogenic HPV types) even by Pap testing.
The overall efficasiz iy the MITT-3 population was very low due to the fact that these subjects were
included regardless of HPV status with ongoing infection/disease at the start of vaccination. Time
event curves ¢ .avesshown that efficacy increased by time.

With regard o0 all non-vaccine HPV types, included those not tested for, Silgard resulted in non-
signifieait reductions of related CIN2/3 in all study populations.

TherviA1l provided a literature overview and update the SPC with respect to proportion of CIN 2/3
rewteddio different oncogenic HPV types.

MPV type replacement analysis

The HPV type replacement issue is an important commitment for the MAH to pursue in the post-
marketing period, which requires long-term population based evaluations. The current data at 3.59
years of follow-up in the pivotal efficacy studies 012/015, do not suggest the occurrence of HPV type
replacement by the 10 non-vaccine types for which testing was performed. However, there was an
increased number of cases with CIN 2/3 caused by other HPV types (not tested for) in the vaccine
group compared to placebo. This might be artefactual and explained by a masking effect of the
vaccine rather than a replacement phenomenon. HPV type replacement is an ongoing important
commitment that requires long-term surveillance to give reliable results and will be the subject of
future assessment.

18



1.3  Pharmacovigilance system

1.3.1 Risk Management Plan

The CHMP considers that this extension of therapeutic indication does not require revised Risk
Management Plan.

14 Overall discussion and Benefit/Risk assessment

The aim of this variation application was to evaluate whether administration of Silgard impacts on tle
incidences of infection and cervical disease caused by non-vaccine types. The HPV types (os0p
assessed were selected for cross-protective efficacy evaluations based on the known hom&logy~of
their L1 proteins with those of HPV 16 and HPV 18 (>80% homology) and the relative g@ntribution
of each vaccine type to cervical cancer (responsible for >2% of cervical cancers), The"HFPV types
meeting these criteria are HPV types 31, 33, 45, 52, and 58. Of these, HPV 31 and\MtV 43, share the
highest level of homology with vaccine HPV types 16 and 18. The selection criteria, 054HPV types are
considered relevant.

Evaluations were conducted with respect to clinical disease endpeints (cervical intraepithelial
neoplasia (CIN, any grade), adenocarcinoma in situ (AIS)) in the combined,study of Protocol 013/015
and virological endpoints (persistent infection) in Protocol 012 (stbituay to P013). With respect to
disease endpoints high-grade CIN (CIN 2/3) lesions should have‘heeiythe primary endpoint. Data on
CIN 2/3 were, however, provided for all analyses, and should constitite the basis for approval. With
respect to persistent infection, an unacceptable definition fvasyused in study 012 (4-month definition)
but upon request data on the more established 6-motith™and 12-month persistent infection were
provided.

Vaccine efficacy was evaluated with respect to canthined endpoints, i.e. HPV 31/33/45/52/58-related
persistent infection and CIN/AIS and HPV 31/45-reiated CIN/AIS. Data were also provided by A7/A9
species and on each HPV type. The CHMZ considers that the use of composite endpoints could be
acceptable since it is based on defindd hidiogical and epidemiologic principles. However, the
difficulty in using such endpoints was eleetly illustrated by the results obtained in the clinical trials,
with only one HPV type (HPV 31-azlated CIN 2/3) attaining statistical significant results. It is also of
note that the MAH in the proposcd irdication excluded HPV 45 type from the pre-defined composite
endpoint.

The efficacy results wetz ginerally comparable between PO12 infection cross-protection analysis and
the combined Protoeol 015/015 Disease Cross-Protection data set.

The updated gmasizprotective efficacy results obtained in the end-of study analyses (after a mean
follow-up af 3.5Y years) met the success criterion in all study populations and for the defined
compgsite endpoints. Vaccine efficacy was very modest in the primary HPV 31/45-related CIN
endpaitt and was only driven by reductions in HPV 31-related endpoints. Against HPV 31, the type
moft stiucturally related to HPV 16, vaccine efficacy was 70% against related CIN 2/3 in the RMITT-
2 ropulation and 56% in the broader MITT-2 population. No efficacy could be confirmed for any of
tire” other individual HPV types included in the composite endpoint. There is, however, definite
evidence that the vaccine exerts some cross-protection against HPV-16 related non-vaccine HPV
types (A9 species), whereas no statistically significant efficacy was demonstrated for the HPV 18-
related (A7 species) non-vaccine types individually or combined,The clinical relevance of the modest
efficacy observed was satisfactorily addressed by the MAH. The calculations at the end of study
demonstrated that, when accounting for co-infection, 0.9 HPV 32/33/52/58-related CIN 2/3 cases per
1000 subjects vaccinated were prevented in the RMITT-2 population and 0.7 cases in the MITT-2
population. This translates to a net benefit of 4 and 6 additional cases prevented. For HPV 16/18-
related CIN 2/3 (regardless of presence of HPV 31/33/52/58), there were 17.7 prevented cases per
1000 subjects vaccinated in the RMITT-2 population and 15.6 cases in the MITT-2. However, with
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regard to the non-vaccine types, the oncogenic potential differs profoundly from that of the vaccine
HPV 16/18 types with the non-vaccine HPV types being commonly detected in CIN 1, CIN 2 and CIN
3 lesions, but rarely result in cervical cancers. Hence, the type-specific spectrum of diseases differs by
grades of histopathological severity. HPV 16 is unique in that the proportions of positive lesions
increase with severity. The correlation of CIN 2/3 (surrogate endpoint for cervical cancer) with cancer
is, thus, substantially lower for the oncogenic non-vaccine types. Cross-protective efficacy must
therefore be evaluated differently with regard to cervical cancer than efficacy for vaccine HPV types.
The cross-protective efficacy was also very modest compared with that against vaccine HPV types.
Moreover, case ascertainment in disease endpoints was confounded by frequent occurrence of co-
infections with vaccine and vaccine HPV types. For this reason, and since only modest efficacy was
demonstrated, the CHMP considers that cross-protection should not be included in the indication. It (s
an added benefit that should be mentioned in section 5.1 of the SPC. Moreover, the inclusion, of/iox-
grade lesions and AIS in the proposed indication as well as the use of a post-hoc composite endneiit
is not acceptable. Following CHMP request the MAH agreed to withdraw the request for an-extension
of indication to limit this application to the update of section 5.1 and this type 1I variatica is thereby
considered approvable.

15 Changestothe product information

Further to the assessment of the different proposals of the MAH to amend tix€ Product Information
and in the light of the assessment of the submitted data, the Prodmet Tnformation was revised as
follows:

SPC
Section 4.1 “ Therapeutic indication”

The MAH’s initially proposed to extend the apprcved indication to include protection against HPV
31-, 33- 52- and 58-related low- and high-grades“ervical dysplasia and cervical adenocarcinoma in situ
(AIS) based on submission of supplementaiys dataon non-vaccine types.

The claims for the requested indication y#ere'wot accepted by the CHMP and were withdrawn by the
MAH. This section remains unchangedt

Section 4.4 “ Special war nings aad precautionsfor use’

The warning concerning St gard’protection against diseases caused by HPV types 6, 11, 16 and 18
was revised to include/(prgtection against diseases caused by certain related HPV types. A cross
reference to sectiofyS.1 wes included.

“Slgard will enly(protect against diseases that are caused by HPV types 6, 11, 16 and 18 and to a
limited extentagainst diseases caused by certain related HPV types (See section 5.1).”

Section byl Phar macodynamic properties’

71 paragraph on data on persistent infection caused by vaccine HPV types from protocols 005 and
v Z'was replaced by results from protocol 012 as follows:

“In Protocol 012, the efficacy of Slgard against the 6 month definition of persistent infection
[ samples positive on two or more consecutive visits 6 months apart (+1 month) or longer] related to
HPV 16 was 98.7 % (95% CI: 95.1, 99.8) and 100.0% (95% CI: 93.2, 100.0) for HPV 18 respectively,
after a follow-up of up to 4 years (mean of 3.6 years). For the 12 month definition of persistent
infection, efficacy against HPV 16 was 100.0 % (95% Cl: 93.9, 100.0) and 100.0 % (95% Cl: 79.9,
100.0) for HPV 18 respectively.”
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Results on cross-protective efficacy were included as follows:

“ Cross-protective efficacy

The efficacy of Slgard against CIN (any grade) and CIN 2/3 or AlS caused by 10 non-vaccine HPV
types (HPV 31, 33, 35, 39, 45, 51, 52, 56, 58, 59) structurally related to HPV 16 or HPV 18 was
evaluated in the combined Phase 11 efficacy database (N = 17,599) after a mean follow-up of 3.0
years and 3.6 years (at end of study). Efficacy against disease endpoints caused by pre-specified
combinations of non-vaccine HPV types was measured. The studies were not powered to assess
efficacy against disease caused by individual HPV types.

The primary analysis was done in type-specific populations that required women to be negative fcr
the type being analyzed, but who could be positive for other HPV types (96% of the®overal
population). The primary time point analysis after 3 years did not reach statistical significande1er all
pre-specified endpoints. The final end-of-study results for the combined incidence of CIN"23%r AIS
in this population after a follow-up of up to 4 years (mean of 3.6 years) are shown imJekle 3. For
composite endpoints, statistically significant efficacy against disease was demonstiated against HPV
types phylogenetically related to HPV 16 (primarily HPV 31) whereas no statistieally significant
efficacy was observed for HPV types phylogenetically related to HPV 18 (includina/HPV 45). For the
10 individual HPV types, statistical significance was only reached for HPV 31/

Table 3: Resultsfor CIN 2/3 or AlSin Type-Specific HPV-Naive S ects' (end of study results)

Naive to > 1 HPV Type a )
Silgard ® Placebo
Composite Endpoint cases cases | Y Efficacy 95% CI
(HPV 31/45) : 34 60 43.2% 12.1, 63.9
(HPV 31/33/45/52/58)§ 111 15077 25.8% 4.6,42.5
10 non-vaccine HPV 162 20l 23.0% 5.1,37.7
Types I
HPV-16 related types 111 157 29.1% 9.1,44.9
(A9 species)
HPV 31 23 o N 52 55.6% 26.2,74.17
HPV 33 267N 36 19.1% <0, 52.17
HPV 35 ~1> 15 13.0% <0, 61.97
HPV 52 P N4k 52 14.7% <0, 44.27
HPV 58 24 35 31.5% <0, 61.0
HPV-18 related types 34 46 25.9% <0, 53.9
( A7 species) o \
HPV 39 4 15 24 37.5% <0, 69.5
HPV 45+ « 11 11 0.0% <0, 60.7
HPV 50 9 15 39.9% <0, 76.8"
A5 spegics (MIPV 51) 34 41 16.3% <0, 48.5"
A6 gposics (HPV 56) 34 30 -13.7% <0, 32.5"
t ¢ studies were not powered to assess efficacy against disease caused by individual HPV types.
| ! cfficacy was based on reductions in HPV 31-related CIN 2/3 or AIS
0\ Efficacy was based on reductions in HPV 31-, 33-, 52-, and 58-related CIN 2/3 or AIS
| I Includes assay-identified non-vaccine HPV types 31, 33, 35, 39, 45, 51, 52, 56, 58, and 59.

PL

The PL was updated with minor linguistic changes.

The MAH has agreed with the changes as proposed by the CHMP.
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. CONCLUSION

On 26 June 2007 the CHMP considered this Type II variation and agreed on the amendments to be
introduced in the Summary of Product Characteristics and Package Leaflet.

1. GLOSSARY

AIS — adenocarcinoma in situ
CHMP — committee for medical products for human use
CIN — cervical intraepithelial neoplasia
EGL — external genital lesions
EMEA — European Medicines Agency
FUM - follow up measure
HPV — Human Papilloma virus
MAA — marketing authorisation application
MAH — marketing authorisation holder

. PCR — polymerase chain reaction

. SPC — summary of product characteristics

. STD — sexual transmitted diseases

. ValN — vaginal intraepithelial neoplasia

. VE — vaccine efficacy

. VIN — vulvar intraepithelial neoplasia

. VLP — virus-like particles

. WHO — World Health Organisation
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