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Introduction

Influenza and SARS-CoV-2
have pandemic potential
can cause severe illness and strain hospital resources

antivirals (and other therapies) not well investigated in severe illness

Understanding relevant for pandemic (research) preparedness - trial design,

regulatory strategy, and future development of (antiviral) drugs (and vaccination)






Influenza virus
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SARS-CoV-2 virus

Betacoronavirus
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Differences between viruses

Rates of co-infection (bacterial, fungal)

Initial SARS-CoV-2 variants more thrombo-inflammation
Risk factors for severe disease

Patterns of circulation

Long-term sequelae

Host-pathogen interaction

Also differences between variants of Influenza and SARS-CoV-2



‘ hyperinflammatory response’

Differences (IL-1 higher in severe influenza compared to COVID-19)

Similarities - elevated levels of IL-6, IL-8, MCP-1, MIG, IP-10, IL-12, and MIP-
18 in both

Different from moderate influenza and controls

Reynolds et al., JImmunol. 2021; 207(5): 1229-1238









Regulatory/ research needs

Broad inclusion of acute respiratory illness

Rapid testing, including for influenza and SARS-CoV-2
Testing therapies as they become available

Antiviral, immune modulation, supportive care
Include diverse patient groups

Including children, pregnant women, immune compromised

Can evolve with changing variants and treatments
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RECOVERY and REMAP-CAP
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Patient enrolment data
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Conclusion

Prevention of spread is key

Vaccination research is important

For those with severeillness:

clinical presentation is undifferentiated acute respiratory illness
trials need to include diverse populations, be multifactorial and flexible

actively recruiting studies are key
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