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Work experience                                                                                                      

 

Employer: AGES _ Austrian Agency for Health and Food Safety
• Start date: 102017
• End date:
• Position: Clinical Assessor
• Activities:
• Country: Austria

1. 

Employer: AIT Austrian Istitute of Technology
• Start date: 122012
• End date: 102016
• Position: Research Engineer
• Activities: De novo transcriptome assembly, comparative transcriptomics and epigenetics, 
marker development, software development and database design
• Country: Austria

2. 

Employer: VIB/Ghent University
• Start date: 092007
• End date: 102011
• Position: PhD Student
• Activities: Algorithm development, expression and sequence data analysis, statistical 
evaluation of evolutionary conservation
• Country: Belgium

3. 

Employer: Max_Planck_Institute for plant breeding research
• Start date: 122006
• End date: 072007
• Position: Research Assistant
• Activities: Establishing of software pipeline and data analysis
• Country: Germany

4. 

Employer: Helmholtz Institute
• Start date: 082004
• End date: 072006
• Position: Student Assistant
• Activities: Data Analysis, Software Development
• Country: Germany

5. 

Education and training                                                                                                      

 

Subject: Ghent University
• Start date: 092007
• End date: 082012
• Qualification: Phd student in Biotechnology
• Organisation:
• Country: Belgium

1. 

Subject: Ludwig_Maximilians_University and Technical University Munich
• Start date: 092001
• End date: 092006
• Qualification: Diploma in Bioinformatics
• Organisation:
• Country: Germany

2. 

Subject: University Graz
• Start date: 032017
• End date: 092017
• Qualification: Project Management Cerficicate IPMA
• Organisation: Project Management
• Country: Austria

3. 

Additional information                                                                                                      
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